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The inherent conformational flexibility of nucleic acids
(DNA, RNA etc) facilitate the formation of
conformations such as duplex, triplex, quadruplex etc.,
which play crucial roles in biological processes such as
mismatch repair, replication, recombination,
transcription, translation, gene regulations etc. These
unconventional base pairing and structural
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n lead to deformities and
cancer, fragile X syndrome, etc). To
d the role of these unusual nucleic acid
structures in aforementigneq biological phenomena
and diseases, structural details gt atomic level is
indispensable, But, experimental methods (such as X-
RAY crystallography, NMR etc) are not always
successful in determining structural details ang are
VETY expensive. Further, Structural insights ahouyt
nucleic aciqd triplexes, which are generally not
tractable g Structure determination by X-ray
crystallography or NMR techniques, are essential to
establish thejr biological function(s). A web server,
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different types of triplexes, 64 tYI;e;(es. RNA-
quadruplexes, left handed ZDN.=\/RN»\ (:ll_lp énd intra-
DNA hybrid duplex along with mlt,_f;.  variely
molecular DNA or RNA duplexes comprising any user
of mismatches and their chimeric forms IL::eratt‘s an
defined sequence and length. It also ggn o the
ensemble of conformations correspondl gqpr\“e as
modeled structure. These structures mc"lli’s"g; <rial
good starting models for docking P"U;;] structur®
molecules with nucleic acids, NM modeling:
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